The four aromatic residues, which form a hydrophobic plane on the surface of OfChtI-CAD, are highly conserved in the insect Group I chitinases but are absent in those from other species.
They are labeled with red background blocks. The sequence alignment was generated by PROMALS3D (Pei et al., 2008) and the picture was generated by ESPript (Gouet et al., 2003) .
Figure S2
Proposed catalytic mechanism of family 18 chitinases, based on mechanism deduced by van Aalten et al. (2001) .
Figure S3
The binding of OfChtI-CAD to crystalline α-chitin. The mixtures (50 μl) contained 10 μg
OfChtI-CAD and 1.0 mg crystalline α-chitin in 50 mM sodium phosphate buffer, pH 6.5. The mixtures were incubated at 303 K for 3 h and then centrifuged at 13 000g for 5 min. The supernatant was collected and the pellet was washed in 50 μl of 50 mM sodium phosphate buffer, pH 6.5, 50 mM sodium phosphate buffer, pH 6.5, containing 1M NaCl, and 0.1 M acetic acid in turn. After centrifugation of each wash, the supernatants were collected. Finally, the pellet and all collected supernatants were subjected to 10% SDS-PAGE. Lane 1, unbound fraction; lane 2, wash fraction in 50 mM sodium phosphate; lane 3, wash fraction in 50 mM sodium phosphate containing 1M NaCl; lane 4, wash fraction in 0.1 M acetic acid; lane 5, bound fraction. BSA was used as a control.
